Supplementary figure S2. Model prediction for the gene that encodes MDH in A. adeninivorans and Y. lipolytica. Comparative study of the MDH gene family revealed that A. adeninivorans contains only two genes coding for MDH targeted to two different compartments: one cytoplasmic and one mitochondrial. This figure represents the gene model of the cytoplasmic MDH from A. adeninivorans compared to YlMDH2, using Artemis (http://www.sanger.ac.uk/resources/software/artemis/). Levels of amino acid conservation (identity and similarity) are indicated on light blue polygons between CDS. (A) Model predictions for the gene that encodes the cytoplasmic form of MDH (ARAD1D04884g) revealed the presence of two introns. The first intron of ARAD1D04884g has a different localization from that of the first intron of YlMDH2. Introns are represented by dark grey rectangles and CDS by blue rectangles. (B) The second intron is located at exactly the same position as the second intron of YlMDH2. Unexpectedly, the terminal exon has undergone a large expansion, probably by fusion with a downstream CDS, which is conserved in synteny in Y. lipolytica. Despite the presence of the same positioned intron, no alternative 3'-splice site was detected in A. adeninivorans.
